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Conclusion: Real-time panfungal PCR is a promising tool for the
early diagnosis of IFI in immunosuppressedpatients. Itmaybemost
useful as a screening method in high-risk patients and will help in
the decision to either treat or withold early pre-emptive antifungal
therapy in patients with neutropenia.
http://dx.doi.org/10.1016/j.ijid.2016.02.688
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Epidemiology and in vitro susceptibilities of
candida albicans isolated from HIV patients in
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Background: Candidiasis is frequently seen in HIV infected
patients. We studied the distribution of Candida species in HIV
patients and determined the in vitro antifungal susceptibility of
Candida albicans by broth microdilution method (BMD) and E-test.
Methods & Materials: Candida isolates from oral cavities of HIV
patientswere speciated by standard tests. Antifungal susceptibility
tests were done by BMD and E-tests. Reference strain of C. albicans
(ATCC 90028) was also included.
BMD was performed using RPMI 1640 buffered with MOPS,
according to the CLSI method M27 A2. MIC end points were read
after 24h. Drug-free and yeast-free controls were included.
The E-test was performed as speciﬁed by the manufacturer (AB
Biodisk, Solna, Sweden) on solid RPMI 1640 medium using a 0.5
McFarland standard cell suspension of the test organism. Strips
impregnated with antifungal agents were placed on the agar sur-
face, incubated at 35◦C for 48h and the results were read.
Results: A total of 233 Candida species were obtained from 247
HIV cases. Of the 233 Candida species, 72(30.9%) were C. albicans,
and 161(69.1%) were non albicans species such as Candida krusei
(27.5%), Candida tropicalis (14.6%), Candida guilliermondii (13.3%),
Candida glabrata (8.6%), Candida parapsilosis (2.1%), Candida rugosa
(1.7%) and Candida kefyr (1.3%).
Of the 71 C. albicans tested by BMD, 42/71(59.2%) were suscep-
tible to ﬂuconazole, 25/71(35.2%) were susceptible to itraconazole,
47/71(66.2%) were susceptible to voriconazole, all the strains
(100%) were susceptible to amphotericin B.
Of the 71 C. albicans tested by E-test, 42/71(59.2%) were suscep-
tible to ﬂuconazole, 44/71(62%) were susceptible to itraconazole,
48/71(67.6%) were susceptible to voriconazole, and 70/71(98.6%)
were susceptible to amphotericin B.
Conclusion: According to our ﬁndings, E-test method is easy to
performand could be anoption for routine antifungal susceptibility
testing. However for certain antifungal agents such as itraconazole,
therewas a discrepancy in the results obtained by the twomethods
and in such cases BMD may be preferable.
http://dx.doi.org/10.1016/j.ijid.2016.02.689
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Background: This study identiﬁes the aetiologial agents asso-
ciated with mycotic eye disease in samples sent for fungal
investigation, to the Department of Microbiology, University of the
West Indies (UWI).
Methods & Materials: A retrospective analysis of mycotic eye
diseasewas conductedusingmicrobiology records of all eye related
specimens received in the mycology section from January 1998 to
December 2014. The study population was comprised mainly of
hospitalized patients, those seen in the ophthalmology clinics at
the University Hospital of the West Indies (UHWI), as well as those
seen by private physicians. The frequency and distribution of the
causative agents of fungal eye infections were ascertained.
Results: Microbiology records showed that 312 samples were
received from 254 patients during the 17 years being examined,
with a clinical diagnosis of fungal eye disease. A total of 52 of
these samples were positive and the microbiological diagnosis was
established in 39 (15.4%) of these patients (26 males, 13 females).
Filamentous fungi such as Aspergillus spp n=17 (32%) and Fusar-
ium spp n=16 (31%) were the most frequently isolated. They were
followed by Penicillium spp n=5 (9%), Acremonium spp and Aure-
obasidium spp n=3 each (6%), Curvalaria spp and Scopularopsis spp
n=2 each (4%), Cladosporium spp, Papulospira and Mucor spp n=1
each (2%). No yeasts were identiﬁed. The ≥ 50 years age group had
the most isolates (10/39).
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Conclusion: Filamentous fungi such as Aspergillus spp and
Fusarium spp are the most common causative agents of fungal
eye infections in this setting. Consideration should be given to the
reviewing of the ﬁrst line empiric agents used for treatment of
clinically diagnosed fungal eye infections locally. Empiric agents to
consider should include agents demonstrating high in-vivo activ-
ity against moulds. Topical natamycin should be considered as
ﬁrst line for cases of fungal keratitis while voriconazole should be
considered in cases of endophthalmitis. Continued surveillance is
necessary to identify the introduction of other agents e.g. yeasts
such as Candida spp, commonly found in other locations.
http://dx.doi.org/10.1016/j.ijid.2016.02.690
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Oral candidiasis in patients with type II
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Background: Diabetes mellitus is a global epidemic. Oral can-
didiasis is being frequently recognized in diabetic patients, due
to elevated glucose in their oral ﬂuids and immune dysfunction.
Oral candidiasis is associated with multiple pathogens including
C.albicans, C.parapsilosis, C.glabrata and C.tropicalis. The aim of this
study was to evaluate a multiplex PCR as a rapid diagnostic tool for
identiﬁcation of above four oral Candida pathogens.
Methods & Materials: A multiplex PCR was optimized to
identify C.albicans, C.parapsilosis, C.glabrata and C.tropicalis in con-
centrated oral rinse samples of patients with diabetes, attending
the Endocrinology clinic at Colombo South Teaching hospital, Sri
Lanka. Common reverse primer, ITS4 and four species speciﬁc for-
ward primers targeting ITS 1 and ITS2 regions of yeast genome
(primer CA, CT, CP, and CGL respectively) were used. Oral rinse
samples (n =100) were used to compare between multiplex PCR
and phenotypic identiﬁcation.
Results: Out of the 100 oral rinse samples, 77 were culture
positive and of these 44 were colonized (> 600 CFU/ml). Multiple
Candida species including C.albicans, C.parapsilosis and C.tropicalis
were identiﬁed in 33 of the colonized samples. Eighty two patients
werepositive forCandidabymultiplexPCRandof them47hadmul-
tiple Candida species. All 44 colonized specimens were also positive
by multiplex PCR. C.albicans was the most predominant organism
(73/82) followed by C.parapsilosis (46/82), C.tropicalis (16/82) and
C.glabrata (6/82). In specimenswithmultiple species, the twomost
common organisms were C.albicans and C.parapsilosis.
Out of the 61 Candida isolates that were germ tube negative,
15 isolates were identiﬁed as C.albicans by the typical green colour
on CHROMagar. However two out of ﬁfteen isolates were negative
for C.albicans by multiplex PCR indicating that results of CHROMa-
gar should be interpreted cautiously. Further C.glabrata could not
be identiﬁed using phenotypic identiﬁcation but was identiﬁed by
multiplex PCR. Multiplex PCR yielded a sensitivity of 10 Candida
cells/ml of oral rinse sample.
Conclusion: Multiplex PCR is found to be rapid, highly sensitive
and speciﬁc than phenotypic identiﬁcation methods in discrimi-
nating multiple Candida species directly in oral rinse specimens.
http://dx.doi.org/10.1016/j.ijid.2016.02.691
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Epidemiological and etiological diagnosis of
suppurative keratitis in Vadodara, Gujarat, India
P. Sharma
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Background: Corneal blindness is a major public health prob-
lem in India and infections constitute a major cause, second only
to cataract. The purpose of this study was to identify the speciﬁc
organisms responsible for suppurative keratitis, and to determine
the risk factors predisposing to suppurative keratitis in Vadodara,
Gujarat.
Methods & Materials: All patients with suspected suppu-
rative corneal ulceration presenting between 1st January 2014
to 30th November 2014 to Ophthalmology department at S.S.G.
Hospital,Vadodarawere evaluated. The corneal scrapingswereper-
formed for cultures and smears by using standard protocols and
information pertaining to risk factors was recorded.
Results: In the 11 months period, 66 patients with suspected
corneal ulceration were evaluated. Corneal cultures were found to
be positive in 33 (50%) patients. Of the 66 patients, 19 (28.70%)were
diagnosed as bacterial keratitis and 14(21.30%) as fungal keratitis.
The most common fungal pathogen isolated was Aspergillus spp,
representing (42%) of all positive fungal cultures, followed by Can-
dida albicans (21%). The predominant bacterial pathogen isolated
wasStaphylococcusaureus representing(31.57%)of all positivebac-
terial cultures,followed by Pseudomonas spp (21.07%).
Alternaria species
